. Transcription factors with documented direct regulation of genes repressed by exposure to quercetin.
Genes were analysed using YEASTRACT (www.yeastract.com; Monteiro et al., 2008) 
29.0 8.5 Transcription factor that is activated by a MAP kinase signaling cascade, activates genes involved in mating or pseudohyphal/invasive growth pathways; cooperates with Tec1p transcription factor to regulate genes specific for invasive growth
18.2 7.6 DNA-binding protein involved in either activation or repression of transcription, depending on binding site context; also binds telomere sequences and plays a role in telomeric position effect (silencing) and telomere structure
10.7 7.4 Transcriptional activator with similarity to DNA-binding domain of Drosophila forkhead but unable to bind DNA in vitro; required for rRNA processing; isolated as a suppressor of splicing factor prp4 * % of genes regulated by the transcription factor, relative to the total number of up regulated genes ** % of genes regulated by the transcription factor, relative to the number of genes regulated by the same transcription factor
